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FIG. 18 
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1 GAATTGT6AG CGCTCACAAT TCTAGGATGT TAATTGCGCC GACATCATAA 
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101 CGTATAATGT GTGGAATTGT GAGC66ATAA CAATTTCACA CAGGAAACA6 
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151 ACCAIGGTGA ATTCTAGAGC TCGAGGATCC GCGGTACCCG GGCATGCATT 
Ncol EcoRI XbalSacIXhoI BamHI SacII Kpnl Sinal BstBI 



201 CGAAGCTTCC TTAAGCGGCC GTCGACCGAT GCCCTTGAGA GCCTTCAACC 
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FIG. 24 

GAATAGATCTACATACACCTTGGTTGACACGAGTATATAAGTCATGTT 
ATACTGTTGAATAACAAGCCTTCCATTTTCTATTTTGATTTGTAGAAA 
ACTAGTGTGCTTGGGAGTCCCTGATGATTAAATAAACCAAGATTTTAC 
CTTAATTAAG 



FIG. 25 

GATCCTGGCCTAGTCTATAGGAGGTTTTGAAAAGAAAGGAGCAATAAT 
CATTTTCTTGTTCTATCAAGAGGGTGCTATTGCTCCTTTCTTTTTTTC 
TTTTTATTTATTTACTAGTATTTTACTTACATAGACTTTTTTGTTTAC 
GTATTCT 



FIG. 26 

catATGGCgTCcATGATcTCCTCgTCcGCgGTGACcACgGTCAGCCGcG 
CgTCcACGGTGCAgTCGGCCGCGGTGGCcCCgTTCGGCGGCCTCAAgTC 
CATGACcGGcTTCCCgGTcAAGAAGGTCAACACgGACATcACgTCCATc 
ACgAGCAAcGGcGGcAGgGTgAAGTGCATGcgaagagc 
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FIG. 27-1 

GTTAACTACGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCC 
CTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATG 
AGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAG 
TATGAGTATTCAACATTTCC6T6TCGCCCTTATTCCCTTTTTT6CGG 
CATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTA 
AAAGATGCTGAAGATCAGTTG6GTGCACGA6TGGGTTACATCGAACT 
GGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAAC 
GTTCTCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCGGTA 
TTATCCCGTGTTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACA 
CTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGC 
ATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATA 
ACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGG 
AGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATG 
TAACTCGCCTTGATCGTT6GGAACCGGAGCTGAATGAAGCCATACCA 
AACGACGAGCGTGACACCACGATGCCTGTAGCAAT6GCAACAACGTT 
6CGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAAC 
AATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTG 
CGCTCGGCCCTTCCG6CTGGCTGGTTTATTGCTGATAAATCTGGAGC 
CGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATG 
GTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCA 
ACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACT 
GATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTTT 
AGATTGATTTACCCCGGTTGATAATCAGAAAAGCCCCAAAAACAGGA 
AGATTGTATAAGCAAATATTTAAATTGTAAACGTTAATATTTTGTTA 
AAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATA 
GGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGCCCGAGA 
TAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAG 
AACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGA 
TGGCCCACTACGTGAACCATCACCCAAATCAAGTTTTTTGGGGTCGA 
GGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTT 
AGAGCTTGACGGGGAAAGCGAACGTGGCGAGAAAGGAAGGGAAGAAA 
GCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCT 
GCGCGTAACCACCACACCCGCCGCGCTTAATGC6CCGCTACAGGGCG 
CGTAAAAGGATCTAGGT6AAGATCCTTTTTGATAATCTCATGACCAA 
AATCCCTTAACGT6AGTTTTCGTTCCACTGAGCGTCA6ACCCCGTAG 
AAAA6ATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATC 
TGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTT 
GCCGGATCAAGAGCTACCAACTCTTTTTCCGAAG6TAACTGGCTTCA 
GCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTA 
GGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCT 
GCTAATCCTGTTAC 
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FIG. 27-2 

CAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGA 
CTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACG 
GGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCG 
AACTGAGATACCTAGAGCGTGAGCTATGAGAAAGCGCCACGCTTCC 
CGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGA 
ACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATC 
TTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATT 
TTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGC 
AACGCGGCCTTTTTAC6GTTCCTGGCCTTTTGCTGGCCTTTTGCTC 
ACATGTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTAC 
ACTTTAT6CTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCG6ATA 
ACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTA 
CGTAATACGACTCACTAGTGGGCAGATCTTCGAATGCATCGCGCGC 
TTGACGATATAGCAATTTTGCTTGGATTTATCAGTCGAAGCAGGAG 
ACAATATACCTTGATATTCTCGATCATTCTTTGATTCAAAGCATCG 
TTCCATCTCAATTGAAAAAGCAAATAACGTTTCAAGAACAAATCTA 
GTTCTGCTTCCGTGTTGCTTTTGTATTGTTTTTTCTTTTTACCCTT 
CTTT6TGTCTGATTCCGCGTAATCTTTTTTAAGAGCGTTTTGATGT 
TTTGAGAGAACAGGGCCCAGATTTCCTTTGTTTTCTATATCT6ATC 
CACGCTCTTTTTCTCCTTGACTT6CG6GTTCTTTT6CTTCTTGAAT 
TCGATTCTTTATTTTTTTATTTGATC6TAGAAAAAAGTTTTGTTTT 
TGGTTTTTATTGATGTTTTTATTTTGACTAACATTTTCATTTGTAT 
TCAAATTTAAAAGAAGTAATTTGCTTGGTATAATCCAC6GTTTTAT 
TTTATATACATTATAAAGTGGTACAAATTCTGGGAAGAACCAAAAT 
TCCAGATTCAATATGGGACGATTTAATATTTTTTCATTCATTCCCA 
TCCAATCAAAAAAGGCTTTTTTCGAATTTTTTTGATTGTTTTCTGG 
ATTTTGATGAATCGTAAGATAAAAAAAGCCTTTTTTATCAATTTTA 
TCAATTATTTGATAATTATTAATACCAATTTTAGTATTTGGATTAC 
TGTTGGTATCGATCTTAACCCAGGCCTCAATATCTTCTTTTTGTCT 
AAGAGAAAAATGGATAATTTTCCAATCAAAATATTTTCTATCGAGA 
TTTCTTTCTATATATAGAATATTGCCTTTTCTTAGATAATTATTGA 
TATGAAGATTGCCGAGCATATCAAAAAGGTTGTGTTTGGACGTGTT 
GGAATTAGAAGAAATTTCGAGGTTCTTATTTACTTGAAAGGGTAAT 
CTAGAAATAAAAGAGTCATTTTTTTTTTCATAATTAATCGATTTAT 
ATGCTAAAAGATCATATCTATAACATTTTTGAAAATTATCTTTTTG 
6TTTGCTAATGAATAGAGCTCAGAATCATTTTCTTTTTTGTAATGA 
ATTAATTGGTCTTTTTCATAT6AATTCCATTTGTTTAAATTTCGAT 
TTTGAGCCATACAACCTTGATTAACCCTATTTCGCCATTTTTGTGG 
CATTAATCTAGACCATCTAATCTGAGATAAATCGTACGagaatact 
caatCATGAATAAATGCAAGAAAATAACCTCTCCTTCTTTTTCTAT 
AATGTAAACAAAAAAGTCTATGTAAGTAAAATACTAGTAAATAAAT 
AAAAAGAAAAAAAGAAAGGAGCAATAGCACCCTCTTGATAGAACAA 
GAAAATGATTAT 
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FIG. 27-3 

TGCTCCTTTCTTTTCAAAACCTCCTATAGACTAGGCCAGGATCCTCGA 
GcttaattaaGGTAAAATCTTGGTTTATTTAATCATCAGGGACTCCCA 
AGCACACTAGTTTTCTACAAATCAAAATAGAAAATAGAAAATGGAAGG 
CTTTTTATTCAACAGTATAACATGACTTATATACTCGTGTCAACCAAG 
GTGTATGTAGATCtattcCTGCAGGATATCTGGATCCACGAAGCTTCC 
CATGGGAATAGATCTACATACACCTTGGTTGACACGAGTATATAA6TC 
ATGTTATACTGTTGAATAAAAAGCCTTCCATTTTCTATTTTGATTTGT 
AGAAAACTAGTGTGCTTGGGAGTCCCTGATGATTAAATAAACCAAGAT 
TTTACCGTTTAAACACCGGTGATCCTGGCCTAGTCTATAGGAGGTTTT 
GAAAAGAAAGGAGCAATAATCATTTTCTTGTTCTATCAAGAGGGTGCT 
ATTGCTCCTTTCTTTTTTTCTTTTTATTTATTTACTAGTATTTTACTT 
ACATAGACTTTTTTGTTTACATTATAGAAAAAGAAGGAGAGGTTATTT 
TCTTGCATTTATTCATGATTGAGTATTCTcctagpCGTATTGATAATG 
CCGTCTTAACCAGTTTTTCCATTGATTGATTCTATAACTCTGAAGTTT 
CTTATGTTTTAATTCAGAATGAAATATTCCTAGTGTTCGAAAATAGTC 
CTTTATTTTAGTCTTAAGGAAAAAAGACGTTCTGTTATATTGAAGAAC 
AGATCTTAATTTAGACAAATTAATAACTTGGGGTTGTGATAATTTGTA 
AAATACATATGCTTGTGATAAGTAGGATAAATCAAAAAAAATATGTGA 
ATTTTTCTTACTAATATTATAAAGTGACTTTTTTATAGTCGAAATAAA 
GTGAATTTTTTTTTGATTATTAATTTTTTCTTGATTTATTTCATTATT 
GGAAATGTATTTATCAATCAATTTGTTTGTTGATTCAAGAAAGAGTTG 
TGTATTAATTCTGGGAATATTAATGATAGATAAAAATAGATCGATGTA 
TAATCTTTGAATGAATAATTTTAGAAAATAATGGAATTTCCATATTAA 
TCGAGTATTTCTTCTTTTTAATATTTGGAAAATCTTTTTTGGCGATTC 
GAATTTTTTAATATTATTTGTTTTATTAGGACTAATGTCTATTTCTGG 
AGTTACTTTCTTTTTCTCTTTTGTAATTCTTTCTATTTGATTTTTGAT 
TGTACTTGTTCTATCA6TCAAATCCTTCATTTTGCTTTCTATCAGTGA 
AGAATTTGGCCAATTTCCAGATTCAATTTGACTAAATGATTCGTTAAT 
TATCTGATTACTCATTAGAGAATCTTTTTCTTTTTTCGTTTCATTCGA 
TTCATCTATTTCTTTGAGTCTAAATAATACAATTGGATTTACTTTTGA 
AAGTTCTTTTTTCATTTTTTTTATAAATAGACTACTTTTGATAAGCCA 
TTTTTTGGTTTCTTTTGAAATTCTTCGAAATAATTTTATTTTTCCTTT 
GAAAACTTTTAGAGTTATAAAATATTTCTTTTTGAATTTTCCAATTTT 
TTTTTCGAGTTCCTTAAAAATGGGCTCAAAAAAAGAAGGGCGTTTTCG 
GGGAGAACCAAAGGGAAGTTCAGCTTCCATTCCCCAAACTGTTAAAAA 
ACAAAAATCATCTTTTTGTTTTTTCTTTTTCATTAGCTCTCCACGGGA 
GGAGTACAGTTTAGATATATGCCAAGGTTTCAGACAAAAAGGAAATAA 
TATTTTGATCT6AATGCCATCTTTCAACCAATTTTTT6GAAATTCTGT 
TTCTGATAATTGAACACCATTATAAGTACATTTAATATGCATTTCTCT 
ATTCCATTCCTGCAAATCTTCAGACCATTCAGGAAGTTGCAAGACTAA 
CATACGCCCGAGATTTTTGGCTATTATCAATGAAGGTAATACAATATA 
TTTTCGAAGAATTG 
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FIG. 27-4 

ATTGAGTTATTAACATGTAACCTCTTATTATTTGCGCAAAAG6AATG6T 
ATCeCAGGCTTCTGCTATCTCTATCCGTGCTTTTTCCTTTCTTTTGTTC 
TCCCCTTTTTTGTCCTTTTCCTTTTTCTCTTCTCTTTTTGTTTGTTCTT 
CTCTAGACTCTAGAATCTTGAATTCGGTACCCTCTAGTCAAGGCCTTAA 
GTGAGTCGTATTACGGACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 
AAACCCTGGCGTTACCCAACTTAATC6CCTTGCAGCACATCCCCCTTTC 
GCCAGCTGGCGTAATAGC6AAGAGGCCCGCACCGATCGCCCTTCCCAAC 
AGTTGCGCAGCCTGAATGGCGAATGGCGCTTCGCTTGGTAATAAAGCCC 
GCTTCGGCGGGCTTTTTTTT 
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FIG. 28- 1 

GTTAACTACGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACC 
CCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCA 
TGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAA 
GAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTT 
GCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGA 
AAGTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACAT 
CGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCC 
GAAGAACGTTCTCCAATGATGAGCACTTTTAAAGTTCTGCTATGTG 
GCGCG6TATTATCCCGTGTTGACGCCGGGCAAGAGCAACTC6GTCG 
CCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTC 
ACAGAAAAGCATCTTACGGATGGCATGACAGTAAGA6AATTATGCA 
6TGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCT 
GACAACGATC6GAGGACCGAAGGAGCTAACCGCTTTTTTGCACAAC 
ATGGGGGATCATGTAACTCGCCTTGATC6TTGGGAACCGGAGCTGA 
ATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCT6TAGC 
AAT6GCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACT 
CTA6CTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAG 
TTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTAT 
TGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATT 
GCAGCACTGGGGCCAGATG6TAAGCCCTCCCGTATCGTAGTTATCT 
ACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGAT 
CGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGAC 
CAAGTTTACTCATATATACTTTAGATTGATTTACCCCGGTTGATAA 
TCAGAAAAGCCCCAAAAACAGGAAGATTGTATAAGCAAATATTTAA 
ATTGTAAACGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTT 
AAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCC 
TTATAAATCAAAAGAATAGCCCGAGATAGGGTTGAGTGTTGTTCCA 
GTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCA 
AAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACC 
ATCACCCAAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTA 
AATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAA 
AGCGAAC6TGGCGAGAAAG6AAGGGAA6AAAGCGAAAGGAGCGGGC 
GCTAGGGCGCTGGCAA6TGTAGC6GTCACGCTGCGCGTAACCACCA 
CACCC6CCGCGCTTAATGCGCCGCTACAGGGCGCGTAAAAGGATCT 
AGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACG 
T6AGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAA 
GGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGC 
AAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCA 
AGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCG 
CAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACC 
ACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAAT 
CCTGTTAC 
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FIG. 28-2 

CAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCG6GTTGGA 
CTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTC6GGCTGAACG 
GGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCG 
AACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCC 
CGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGA 
ACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATC 
TTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATT 
TTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGC 
AACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTC 
ACATGTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTAC 
ACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATA 
ACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTA 
CGTAATACGACTCACTAGTGGGCAGATCTTCGAATGCATCGCGCGC 
AATTCACCGCCGTATGGCTGACCGGCGATTACTAGCGATTCCGGCT 
TCATGCAGGCGAGTTGCAGCCTGCAATCCGAACTGAGGACGGGTTT 
TTGGGGTTAGCTCACCCTCGCGGGATC6CGACCCTTTGTCCCGGCC 
ATTGTAGCACGTGTGTCGCCCAGGGCATAAGGGGCATGATGACTTG 
ACGTCATCCTCACCTTCCTCCGGCTTATCACCGGCAGTCTGTTCAG 
GGTTCCAAACTCAACGATGGCAACTAAACACGAGGGTTGCGCTCGT 
TGCGGGACTTAACCCAACACCTTACGGCACGAGCTGACGACAGCCA 
TGCACCACCTGTGTCCGCGTTCCCGAAGGCACCCCTCTCTTTCAAG 
AGGATTCGCGGCATGTCAAGCCCTGGTAAGGTTCTTCGCTTTGCAT 
CGAATTAAACCACATGCTCCACCGCTTGTGCGGGCCCCCGTCAATT 
CCTTTGAGTTTCATTCTTGCGAACGTACTCCCCAGGCGGGATACTT 
AACGCGTTAGCTACAGCACTGCACGGGTCGATACGCACAGCGCCTA 
GTATCCATCGTTTACGGCTAGGACTACTGGGGTATCTAATCCCATT 
CGCTCCCCTAGCTTTCGTCTCTCAGTGTCAGTGTCGGCCCAGCAGA 
GTGCTTTCGCCGTTGGTGTTCTTTCCGATCTCTACGCATTTCACCG 
CTCCACCGGAAATTCCCTCTGCCCCTACCGTACTCCAGCTTGGTAG 
TTTCCACCGCCTGTCCAGGGTTGAGCCCTGGGATTTGACGGCGGAC 
TTAAAAAGCCACCTACAGACGCTTTACGCCCAATCATTCCGGATAA 
CGCTTGCATCCTCTGTATTACCGCGGCTGCTGGCACAGAGTTAGCC 
GATGCTTATTCCCCAGATACCGTCATTGCTTCTTCTCCGGGAAAAG 
AAGTTCACGACCCGTGGGCCTTCTACCTCCACGCGGCATTGCTCCG 
TCAGCTTTCGCCCATTGCGGAAAATTCCCCACTGCTGCCTCCCGTA 
GGAGTCTGGGCCGTGTCTCAGTCCCAGTGTGGCTGATCATCCTCTC 
GGACCAGCTACTGATCATCGCCTTGGTAAGCTATTGCCTCACCAAC 
TAGCTAATCAGACGCGAGCCCCTCCTCGGGCGGATTCCTCCTTTTG 
CTCCTCAGCCTACGGGGTATTAGCAGCCGTTTCCAGCTGTTGTTCC 
CCTCCCAAGGGCAGGTTCTTACGCGTTACTCACCCGTCCGCCACTG 
GAAACACCACTTCCCGTCCGACTTGCATGTGTTAAGC 
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FIG. 28-3 

ATGCCGCCAGCGTTCATCCTGAGCCAGGATCGAACTCTCCATGAGAT 
TCATAGTTGCATTACTTATAGCTTCCTTGTTCGTAGACAAAGCGGAT 
TCG6AATTGTCTTTCATTCCAAGGCATAACTTGTATCCATGCGCTTC 
ATATTCGCCCGGAGTTCGCTCCCAGAAATATAGCCATCCCTGCCCCC 
TCACGTCAATCCCAC6AGCCTCTTATCCATTCTCATTGAACGACG6C 
GGGGGAGCAAATCCAACTAGAAAAACTCACATTG6GCTTAGG6ATAA 
TCAGGCTC6AACTGATGACTTCCACCAC6TCAAGGTGACACTCTACC 
GCTGA6TTATATCCCTTCCCCGCCCCATCGAGAAATAGAACTGACTA 
ATCCTAAGTCAAAGGCGTACGagaatactcaatCATGAATAAATGCA 
AGAAAATAACCTCTCCTTCTTTTTCTATAATGTAAACAAAAAAGTCT 
ATGTAAGTAAAATACTAGTAAATAAATAAAAAGAAAAAAAGAAAGGA 
GCAATAGCACCCTCTTGATAGAACAAGAAAATGATTATTGCTCCTTT 
CTTTTCAAAACCTCCTATAGACTAGGCCAGGATCCTCGAGcttaatt 
aaGGTAAAATCTTGGTTTATTTAATCATCAGGGACTCCCAAGCACAC 
TAGTTTTCTACAAATCAAAATAGAAAATAGAAAATGGAAGGCTTTTT 
ATTCAACAGTATAACATGACTTATATACTCGTGTCAACCAAGGTGTA 
TGTAGATCtattcCTGCAGGATATCTGGATCCACGAAGCTTCCCATG 
GGAATAGATCTACATACACCTTGGTTGACACGAGTATATAAGTCATG 
TTATACTGTTGAATAAAAAGCCTTCCATTTTCTATTTTGATTTGTAG 
AAAACTAGTGTGCTTGGGAGTCCCTGATGATTAAATAAACCAAGATT 
TTACCGTTTAAACACCGGTGATCCTGGCCTAGTCTATAGGAGGTTTT 
GAAAAGAAAGGAGCAATAATCATTTTCTTGTTCTATCAAGAGGGTGC 
TATTGCTCCTTTCTTTTTTTCTTTTTATTTATTTACTAGTATTTTAC 
TTACATAGACTTTTTTGTTTACATTATAGAAAAAGAAGGAGAGGTTA 
TTTTCTTGCATTTATTCATGATTGAGTATTCTcctagoGTCGAGAAA 
CTCAACGCCACTATTCTTGAACAACTTGGAGCCGG6CCTTCTTTTCG 
CACTATTACGGATAT6AAAATAATGGTCAAAATCGGATTCAATTGTC 
AACTGCCCCTATCGGAAATAGGATTGACTACC6ATTCCGAAGGAACT 
GGAGTTACATCTCTTTTCCATTCAAGA6TTCTTAT6CGTTTCCACGC 
CCCTTTGAGACCCCGAAAAATGGACAAATTCCTTTTCTTAGGAACAC 
ATACAAGATTCGTCACTACAAAAAGGATAATGGTAACCCTACCATTA 
ACTACTTCATTTATGAATTTCATAGTAATAGAAATACATGTCCTACC 
GAGACAGAATTT6GAACTTGCTATCCTCTTGCCTAGCAGGCAAAGAT 
TTACCTCCGT6GAAAGGATGATTCATTCGGATCGACATGAGAGTCCA 
ACTACATTGCCAGAATCCATGTTGTATATTTGAAAGAGGTTGACCTC 
CTT6CTTCTCTCATGGTACACTCCTCTTCCCGCCGAGCCCCTTTTCT 
CCTCGGTCCACAGAGACAAAATGTAGGACTGGTGCCAACAATTCATC 
AGACTCACTAAGTCGGGATCACTAACTAATACTAATCTAATATAATA 
GTCTAATATATCTAATATAATAGAAAATACTAATATAATAGAAAAGA 
ACTGTCTTTTCTGTATACTTTCCCCGGTTCCGTTGCTACCGCGGGCT 
TTACGCAATCGATCGGATTAGATAGATATCCCTTCAACATAGGTCAT 
CGA 
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AAGGATCTCGGAGACCCACCAAAGTACGAAAGCCAGGATCTTTCAG 
AAAACGGATTCCTATTCAAAGAGTGCATAACCGCATGGATAAGCTC 
ACACTAACCCGTCAATTTGGGATCCAAATTCGAGATTTTCCTTGGG 
AGGTATCGGGAAGGATTTGGAATGGAATAATATCGATTCATACAGA 
AGAAAAGGTTCTCTATTGATTCAAACACTGTACCTAACCTATGGGA 
TAGGGATCGAGGAAGGGGAAAAACCGAAGATTTCACATGGTACTTT 
TATCAATCTGATTTATTTCGTACCTTTCGTTCAATGAGAAAATGGG 
TCAAATTCTACAGGATCAAACCTATGGGACTTAAGGAATGATATAA 
AAAAAAGAGAGGGAAAATATTCATATTAAATAAATATGAAGTAGAA 
GAACCCAGATTCCAAATGAACAAATTCAAACTTGAAAAGGATCTTC 
CTTATTCTTGAAGAATGAGGGGCAAAGG6ATTGATCAAGAAAGATC 
TTTTGTTCTTCTTATATATAAGATCGTGATGGTACCCTCTAGTCAA 
GGCCTTAAGTGAGTCGTATTACGGACTGGCCGTCGTTTTACAACGT 
CGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAG 
CACATCCCCCTTTCGCCAGCTG6C6TAATAGCGAAGAGGCCCGCAC 
CGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGC 
TTCGCTTGGTAATAAAGCCCGCTTCGGCGGGCTTTTTTTT 



